On the Cover: The epigenetic control1 (epic1) mutant was isolated in a screen for epigenetic regulators in Arabidopsis (Arabidopsis thaliana). The GFP protein that is expressed in the young leaves is green, and the chlorophyll autofluorescence is red. The epic1 mutant is defective in the histone deacetylase HDA6, which causes release of transcriptionally silenced GFP expression in the young leaves. This allele differs from previously reported alleles because it does not affect DNA methylation and has only a modest effect on the release of transposable elements and other heterochromatic transcripts. The outer ring represents the five Arabidopsis chromosomes, the green lines represent the distribution of transposable element genes, and the blue and red lines mark the up-regulated transcripts in an hda6 null mutant and the epic1 allele, respectively. The chromosomes and the transcriptome data were plotted using the CIRCOS software package (www.circos.ca). 
Flowering Locus C's Lessons: Conserved Chromatin Switches Underpinning Developmental Timing and Adaptation. Jo Hepworth and Caroline Dean Vernalization has proven to pivot around chromatin changes, so that the balance of antagonistic chromatin-modifying complexes provides a fine level of control that is a target for adaptation. 1237 RESEARCH ARTICLES [OPEN] A Genome-Wide Chronological Study of Gene Expression and Two Histone Modifications, H3K4me3 and H3K9ac, during Developmental Leaf Senescence. Judy A. Brusslan, Giancarlo Bonora, Ana M. Rus-Canterbury, Fayha Tariq, Artur Jaroszewicz, and Matteo Pellegrini
The presence and breadth of two histone modifications associated with active genes correlate to changes in gene expression during leaf aging, supporting senescence-related chromatin structural changes.
1246 [OPEN] Examining the Causes and Consequences of Context-Specific Differential DNA Methylation in Maize. Qing Li, Jawon Song, Patrick T. West, Greg Zynda, Steven R. Eichten, Matthew W. Vaughn, and Nathan M. Springer Natural variation of DNA methylation in maize is evident among five diverse maize inbred lines.
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BIOCHEMISTRY AND METABOLISM [OPEN] Chlorophyll Synthase under Epigenetic Surveillance Is Critical for Vitamin E Synthesis, and Altered Expression Affects Tocopherol Levels in Arabidopsis. Chunyu Zhang, Wei Zhang, Guodong Ren, Delin Li, Rebecca E. Cahoon, Ming Chen, Yongming Zhou, Bin Yu, and Edgar B. Cahoon Epigenetic analysis of chlorophyll synthase expression demonstrates its effects on chlorophyll and tocopherol synthesis.
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